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Topic Evolution Analysis of the Field of Zebrafish Genetic
from 2003 to 2012

Bai Yunxiao

Sun Wel

Zhang Xuefu

( Agricultural Information Institute of CAAS, Beijing 100081 )

Abstract : In this paper, we analyze the process of topic evolution of the field of zebrafish genetic, through cluster analysis, burst

detection and drawing critical path. We focus on topic areas, hot topics and key nodes of the topic network. This paper provides an overview of

zebrafish genetic area for researchers, and methods for reference.
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